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Supplementary Fig. S1.  Phylogenetic tree of Ralfsiales based on the sequences of rbcL gene. The value above branches = 
maximum likelihood bootstrap (BS) values in % ≥50, Bayesian posterior probabilities (BPP) ≥0.75. Values of <BS 50 or BPP 0.75 
are indicated by hyphens (-). Values of BS 100 or BPP 1.00 are indicated by asterisks (*).

https://doi.org/10.4490/algae.2023.38.9.9

Algae 2023, 38(3): 173-181




